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□ 1: U59760. Mus musculus fusi...[gi: 1527134] 
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MMU59760 1223 bp 

Mus musculus fusin homolog mRNA, 
U59760 

U59760.1 GI: 1527134 



mRNA linear 
complete cds . 



ROD 30-SEP-2002 



CDS 



Craniata ; Vertebrata ; Euteleostomi ; 
Sciurognathi ; Muridae ; Murinae ; Mus . 



Gerard, C. and Dorf,M.E. 



Harvard Medical School, 
USA 



200 



Mus musculus (house mouse) 

Nvis rnusculu"! 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Rodent ia; 
1 (bases 1 to 1223) 

Heesen,M., Berman,M.A., Benson, J. D., Gerard, C. and Dorf,M.E 
Cloning of the mouse fusin gene, homologue to a human HIV-1 
co-factor 

J. Immunol. 157 (12), 5455-5460 (1996) 

9711333£ 
8955194'" 

2 (bases 1 to 1223) 
Heesen,M., Berman,M.A 
Direct Submission 

Submitted ( 02 - JUN-1996) Pathology, 
Longwood Avenue, Boston, MA 02115, 

Location/Qualifiers 

1. .1223 

/organism="Mus musculus" 
/mol_type= "mRNA" 
/strain="129/Sv" 
/db_xref="taxon: 10090" 
30. .1109 

/note=" seven transmembrane spanning receptor; 

chemokine- receptor like" 

/codon_start=l 

/product=" fusin homolog" 

/protein_id=" AAB07725. 1 " 

/db_xref="GI : 1527135" 

/ 1 rans 1 a t i on= " MEPI SVS I YTSDNYSEEVGSGDYDSNKE PCFRDENVHFNRI FLP 
T I YF 1 1 FLTG I VGNGLVI LVMGYQKKLRSMTDKYRLHLS VADLLFVI TLPFWAVDAMA 
DWYFGKFLCKAVHI I YTVNLYSSVLI LAF I SLDRYLAI VHATNSQRPRKLLAEKAVYV 
GVWIPALLLTIPDFIFADVSQGDISQGDDRYICDRLYPDSLWMWFQFQHIMVGLILP 
GIVILSCYCIIIS KLSHS KGHQKRKALKTTVI L I LAFFACWL PY YVG I S I DS F I LLGV 
IKQGCDFESIVHKWISITEALAFFHCCLNPILYAFLGAKFKSSAQHALNSMSRGSSLK 
ILSKGKRGGHSSVSTESESSSFHSS " 
342 c 268 g 328 t 



285 a 



BASE COUNT 
ORIGIN 

1 accaccacgg ctgtagagcg agtgttgcca tggaaccgat cagtgtgagt atatacactt 

61 ctgataacta ctctgaagaa gtggggtctg gagactatga ctccaacaag gaaccctgct 

121 tccgggatga aaacgtccat ttcaatagga tcttcctgcc caccatctac ttcatcatct 

181 tcttgactgg catagtcggc aatggattgg tgatcctggt catgggttac cagaagaagc 

241 taaggagcat gacggacaag taccggctgc acctgtcagt ggctgacctc ctctttgtca 

301 tcacactccc cttctgggca gttgatgcca tggctgactg gtactttggg aaatttttgt 

361 gtaaggctgt ccatatcatc tacactgtca acctctacag cagcgttctc atcctggcct 

421 tcatcagcct ggaccggtac ctcgccattg tccacgccac caacagtcaa aggccaagga 
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481 aactgctggc tgaaaaggca 

541 tacctgactt catctttgcc 

601 acatctgtga ccgcctttac 

661 taatggtggg tctcatcctg 

721 ccaagctgtc acactccaag 

781 tcatcctagc tttctttgcc 

841 tcatcctttt gggggtcatc 

901 tctccatcac agaggccctc 

961 tcctcggggc caagttcaaa 

1021 ccagcctcaa gatcctttcc 

1081 cagaatcctc cagttttcac 

1141 tatatatgat aaagaacttt 

1201 cttgtacagt tttttttttt 



gtctatgtgg gcgtctggat 
gacgtcagcc agggggacat 
cccgatagcc tgtggatggt 
cccggcatcg tcatcctctc 
ggccaccaga agcgcaaggc 
tgctggctgc catattatgt 
aagcaaggat gtgacttcga 
gccttcttcc actgttgcct 
agctctgccc agcatgcact 
aaaggaaagc ggggtggaca 
tccagctaac ccttatgcaa 
tttatgttac tcattttcca 
ttt 



cccagccctc ctcctgacta 
cagtcagggg gatgacaggt 
ggtgtttcaa ttccagcata 
ctgttactgc atcatcatct 
cctcaagacg acagtcatcc 
ggggatcagc atcgactcct 
gagcatcgtg cacaagtgga 
gaaccccatc ctctatgcct 
caactccatg agcagaggct 
ctcttccgtc tccacggagt 
agacttatat aatatatata 
gatataagag actgaccagt 



Disclaimer | Write to ihe Help Desk 
NCBI | NLM | nIh 



2 of 2 



9/3/03 5:09 PM 



